Retained reads

100-

75-

% reads
(@] ]
o

25-

total reads Iengtr'\ filter unique r'napping



% discarded reads

100-

75~

Ul
o

25-

Length filtering

reads Ienéth < 15nt

reads Ien'gth > 32nt



Mapping reads

100-

75~

50-

% mapped reads

25-

L am

uni'que muliiple

31K



Read distribution

100-

75-

% reads
(@] ]
o

25-

(2K) (219) (104)

MiRNA pIRNA  snoRNA  snRNA rRNA



