L-olor Key

o aOUL

a




abueyos poy Bo

1e+06

1e+03

1e+00

1e-03

MEan expression



kg, fold change

. .
.
- L] = - L]
.
= a " .
L] - L] - -
_—
= -
.
- g " - . " . = - . "
u® = L] " L] - - L} L] -
o " . . = - -
T N .
Ve TR L p ot e . .
.ﬂ-... S mm LI L. . = . . =
l.‘:‘H.. ‘ - el L] .'..f ... - .
}':. =y, : I . M
-.-." : .I'-- T - . . _'
" nm " " .
- .
- I. : ...I .-: ... .. - = L] . -
LI = .. " - "
= g . a L - mm
. . .
- . .
F] [ L] [
N un
- " "
.
.
.
- L]
.
.
n T T

| |
1e+03 1e+05

mean of normalized counts

1e+07



frequency

400

300

200

100

Pval gene >5 reads

oo
Mo
[#]

not pass




—log pvalue)

Pval srna =5 reads

o
o — o 5
Q
o= Q
Cry
O &
= o]
o0 o
(s N o
o ':s:l.:. &
9 oo
o s o o oo O
o ®
o o
o o
e
o —
o
D —
| | |
1e-03 12400 1e+03 1e+06

mean of normalized counts



Fi

0.08

0.06

0.04

0.02

0.00

0 50 100

rank(p;)

|
150

N{F'i]

400

300

200

100

[ | | [ | |
0.0 02 04 0B 08 1.0

1—Fli



. 41:5RR83747T7T
. 42:5RA83T47E
. 43:5AR8374T2
. 44:5RR8Z7480
. 45 5RR537481
. 46:5ARB37482
. 47 5RRB374873

. S0:SARS37406G
. 51:5RR8Z7487
. S2:5RRS37488

. A5SRRAET4M
. SESRRS3T402
. ST 5RRB3T403
. HE:5ARB37404




PC2: 12% variance
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PiCA1: 30% variance
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hea-miR-3200-3p
hea-lel-Ti-5p
hea-miFR-486-3p
hea-miR-4781-3p
hza-miR-88-5p
hza-miR-14Ba-3p
hza-miF-15a-5p
hea-miR-1468-5p
hea piR_ 011324
hea-miR-26b-3p
hea-miR-17-3p
hza-miF-151a-3p
hza-miR-144-5p
hea piR_ 009059
hea_piF_020496
hea_piR_020480
hea_piR_001184
hea_piR 010024
hea-miF-215-5p
hza-miR-660-5p
hea-miF-1284
hea-miR-5001-3p
hea-lel-Fg-5p
hza-miR-6803-3p
hea_piR_022078
hea_piR_020548
hea_piF_ 013234
hza-lel-Ta-5p
hza-miFR-186-5p
hea-miR-30c-5p
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hea-miB-486-5p
hza-miE-82a-3p
hza-miF-451a
hza-miB-191-5p
hza-miR-182-5
h=a_piR 01665
hea=miF-25-3p
hza-miR-22-3p
hea-miB-22b-3p
hea-miR-484
hea-miB-181a-5p
hea-miB-142-5p
hea-miB-16-5
hea-miB-192-5p
hea-miR-30d-5p
hea-lel-Ta-5p
hea-miR-363-3p
hea-lel—7i-5p
hea-miB-26a-5p
hea-miB-425-5
hea-miR-4732-3p
15.a-le1_—F1—SE
hza-miB-18 —SE-
hea-miB-151a-5p
hza-miF-140-3p
hza-miE-151a-3p
hea-miB-423-3p
hea-miB-3615
hea-miR-30c-5p
hza-miR-23-5p
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hea-miB-486-5p
h=a-miB-82a-3p
h=a-miF-451a
h=a-miB-191-5p
hz=a-miFR-182-5
h=a_piR 01665
h=a—-miF-25-3p
hz=a-miF-22-3p
hea-miB-22b-3p
hea-miR-484
hea-miB-181a-5p
hea-miR-142-5p
hza-miF-16-5
hea-miB-192-5p
hea-miR-30d-5p
hea-lel-Ta-5p
hea-miR-363-3p
hea-lel—7i-5p
hea-miB-26a-5p
hea-miR-425-5
hea-miR-4732-3p
hza—lel—71-5
hza-miB-186-5
hea-miB-151a-5p
hea-miF-140-3p
hza-miE-151a-3p
hea-miB-423-3p
hea-miB-3615
hea-miR-30c-5p
hza-miR-93-5p




